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Stefano Merler, born in      on      .
Director of the Center for Health Emergencies, Bruno Kessler Foundation.

Positions
1995 - 1996: Fellowship, ITC-IRST, Italy

1996 - 1999: Fellowship, Center of Alpine Ecology, Italy

1999 - present: Senior Researcher (permanent position), Bruno Kessler Foundation (FBK),
Italy

2013 - 2020: Head of the DPCS (Dynamical Processes in Complex Societies) Research Unit at
FBK.

2018 - present: Head of the FBK-FEM Joint Research Unit EPILAB.

2021 - present: Director of the FBK Center for Health Emergencies

Research
My research has covered a range of scienti�c aspects related to epidemiology and computa-
tional modelling of infectious diseases: large scale simulations of emerging infectious diseases, 
e.g. pandemic in�uenza, COVID-19; evaluation of mitigation/containment policies, with spe-
ci�c focus on pandemic in�uenza, COVID-19, and Ebola; e�ects of population heterogeneity 
and human mobility on the spatio-temporal spread of epidemics; antimicrobial resistance, e.g. 
klebsiella pneumoniae and Methicillin-resistant Staphylococcus aureus (MRSA); impact of de-
mographic changes on the transmissibility of childhood diseases, e.g. measles and varicella; 
e�ects of risk perception, vaccination choices and spontaneous behavioural changes on dis-
ease spreading (e.g. measles, varicella); dynamics and control of vector-borne diseases, e.g. 
Chikungunya, Yellow fever, Zika, Dengue.
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• Author of 132 research papers, with 113 journal papers (cumulative impact factor: 702)
and 20 conference proceedings and book chapters; h-index: 45 (Google Scholar), 32 (Sco-
pus); total citations: 10115 (Google Scholar), 4845 (Scopus).

• Awarded with the 15th Bellman Prize (2015)

• Awarded with the 2016 Aspen Prize

• Academic editor of PLOS ONE (2013-2017)

• Reviewer for most in�uential journals of infectious diseases (�e Lancet, �e Lancet In-
fectious Diseases, Science, PNAS, Nature Communication, BMC Medicine, Eurosurveil-
lance, Emerging Infectious Diseases, PLOS Computational Biology)

Grants
• Fondazione VRT, 2020-2020, €87.300

COVIDTN - Epidemiologia e trasmissione di COVID-19 in Trentino
Role: Team Coordinator

• Horizon 2020, 2020-2024, €309.000
MOOD - Monitoring outbreak events for disease surveillance in a data science context
Role: Team Coordinator

• Horizon 2020, 2018-2021, €230.000
VESTEC - Visual Exploration and Sampling Toolkit for Extreme Computing
Role: Team Member

• Agenzia Italiana per la Cooperazione allo Sviluppo, 2018-2021, €543.677
Reinforcement of the surveillance system and control of infectious diseases in Ethiopia
Role: Team Coordinator

• Seqirus S.r.l., 2019, €14.500
Post-hoc cost-e�ectiveness analysis of the FLUCELVAX QUADRIVALENTTM in�uenza
vaccine in Italy: analysis from a dynamic model of in�uenza transmission
Role: Team Coordinator

• Ospedale Pediatrico Bambino Gesù, 2018-2019, €32.500
E�ect of introduction of FLUCELVAX QUADRIVALENTTM in�uenza vaccine on exsting
in�uenza vaccination programme in Italy: a modelling and cost-e�ectiveness analysis
Role: Team Coordinator
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• Merck Sharp & Dohme Corp., 2018-2019, €98.000
Hypothesis of exogenous boosting and epidemiology of varicella and herpes zoster in
the US.
Role: Team member

• Italian Ministry of Health, 2018-2019, €30.000
Traie�oria evolutiva del virus USUTU in aree endemiche del nord-est d’Italia e valu-
tazione del rischio di trasmissione all’uomo tramite trasfusione di sangue
Role: Team Member

• Akershus University Hospital and Norwegian Institute of Public Health, 2017-2018, €15,000
Modelling the transmission and control of methicillin-resistant Staphylococcus aureus in
community and health care institutions
Role: Team Member

• Fondazione Edmund Mach, 2017-2018, €15,000
Training di un ricercatore FEM riguardo l’implementazione di tecniche computazionali
per lo sviluppo di modelli epidemiologici per la di�usione di mala�ie trasmesse da zan-
zare ed in particolare dal virus Zika
Role: Team Coordinator

• Horizon 2020, 2015-2018, €198.750
CIMPLEX - Participatory, Interactive Social Exploratories: Bringing together Citizens,
Models and Data
Role: Team Coordinator

• Grandi Proge�i, Provincia di Trento, 2013-2017, €216.390
LEXEM - Laboratory of Excellence for Epidemiology and Modelling. Facing the invasion
of Invasive Alien Species (IAS) into the territory of the Province of Trento
Role: Team Coordinator

• EC FP7 ICT, 2009-2013, €272.700
EPIWORK - Developing the framework for an epidemic forecast infrastructure
Role: Team Coordinator

• European Centre for Disease Prevention and Control (ECDC), 2009-2012, €26.449
Vaccine preventable diseases modelling in the European Union and EEA/EFTA coun-
tries: forecasting the e�ect of introducing a new vaccine in a national/regional program
Role: Team coordinator

• Italian Ministry of Health, 2009-2011, €30.000
Messa a punto di strumenti epidemiologici per il monitoraggio dell’in�uenza in Italia
Role: Team coordinator
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• Italian Ministry of Health, 2009-2011, €140.000
Supporto alle a�ività istituzionali correnti del CCM con particolare riguardo alle a�ività
di sorveglianza, analisi e valutazione dei rischi per la salute pubblica nell’ambito della
realizzazione e gestione di una sala situazioni e di una rete d’informazione rapida
Role: Team coordinator

• EC FP7 HEALTH, 2008-2011, €212.757
FLUMODCONT - Modelling the spread of pandemic in�uenza and strategies for its con-
tainment and mitigation
Role: Team coordinator

• Italian Ministry of Health, 2008-2011, €100.000
Chikungunya virus infection: epidemiological and clinical features
Role: Team coordinator
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